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WHEAT GERMPLASM RESOURCES
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Retrotransposon-mediated DELLA transcriptional
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1 il & 09 % % ( pattern-triggered immunity, PTI) & i3 52 &, 400 &R 55
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< BH. OsRLCK185 &E W58 ’&F OsCNGCO HI 55 E A M, H A XME E KRBT
OsRLCK185 Ry B /E M. FIFAEREFBRIIRIA OsCNGCO R EE1RS 7K
TR PTI R FIHE SRR RIME, XYPRI T OsCNGCI ZTEKFEIRREZHR
FHBAENANE. ZHREY 7T —SNFREEIRFZSE FREENGERERE
SESRE, BNTEYPTI REBPREANEE I, AT A OsCNGCI i#1T
KigImR N RIBH T B EM ( Cell Research, 2019 ).
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RICE MOLECULAR GENETICS
IKEED FEMeIFHFRA

RER, HRR, BLESIH, 2001 FRIDTRZEMREEMET LR FEL, IE
FERVRFFKTES FRITRAR SN AEIFBBAERE, The Crop Joumal RERZ,
EFIRESRE,

WRAR: KEMRTEST. R, WL, i UK. BRI AEEREA.
REMEHERZEHAR; KESFRTAEERAEFEM, SIHREE IR
hm, EEREBRETRM,
Email; xujanlong@caas.cn  EiF : 010-82105856

F 11 http//xujianlong.icscaas.com.cn, - http://ww.rmbreeding.cn/profile/Jian-Long_Xu.htm

=mIIE

BMAEERBAMRLEFATHELRE, “AENNTNRERBHXEZELRE
HBEE ERERESSHR - BHEAERESSRYNERLREESEANE
Frp v BHEIX R IE . TEF 2008 F£/250, BT IZQJkﬂ%‘—FT’E%ﬂ%‘—ﬁ%%ﬁE
gk, BAEMNI 58 RKBHREM, FALANERFEA, EEH—Kits
. R, SHNEEBRTE ( Green Super Rice, GSR ) #r@f, 7 18 M IEM
M BARERFMX T, HEMIE . &k 2019 F, GSRIIEHAETL I 18
MEREREERM 784, ERENBRM 524, AXEHATH 261, b
FHAFPFIYEAFIE> 0.89-1.83 1, RitFMEEL 612 A, iFi’J/A
BBl 230.9 &7, RIHEWGIA 141235, 160 TRV NK MR RS, ZTE A
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%, FAFESTRP THEXN LRSI T5E, RBM 7 KBUFRREEE ST
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EF 2019 FEBUS R, TR RH Plant Biotechnology Journal #5% % 3%, B
REEREFRNA T, WERN 3T, ZTEABMHEFEFLRAZERME
TAEBBREG, ARTENFHRNED S FRITEMRAE T LZE6,

ice Junctiocnal Genemics & Breeding
Vers

e
€ @f g gt
! -9

Phenotype Haplotype SNP & InDel ore Germplasm

7KF& FGB2.0 9= T & N FA 5L 451

BERE

C Liu, Chen K, Zhao X, Wang X, Shen C, Zhu Y,
Dai M, Qiu X, Yang R, Xing D, Pang Y, Xu J.
Identification of genes for salt tolerance
and yield-related traits in rice plants grown
hydroponically and under saline field
conditions by genome-wide association study
Rice, 2019, 12:88.

F Zhang, Zeng D, Huang L, Shi Y, Chen T, Zhang
F, Zhou Y. Stress-Activated Protein Kinase
OsSAPK9 Regulates Tolerance to Salt Stress
and Resistance to Bacterial Blight in Rice. Rice,
2019, 12:80.

K Chen, Zhang Q, Wang C, Liu Z, Jiang Y, Zhai
L, Zheng T, Xu J, Li Z. Genetic dissection of
seedling vigor in a diverse panel from the
3,000 Rice (Oryza sativa L.) Genome project.
Scientific Reports, 2019, 9:4804.

Z Jewel, Ali J, Pang Y, Mahender A, Acero B,
Hernandez J, Xu J, Li Z. Developing green super
rice varieties with high nutrient use efficiency
by phenotypic selection under varied nutrient
conditions. The Crop Journal, 2019, 7:368-377.

KRR

K¥g, ERfLESL, EE
K¥E, &L 534, EE
KFE, Efhe S, TEHEH

RFHEEIRF=RL

7L201610957926.9, /KA b E A & H &% 2% 9
PDFARIENBE TR A

7L201510030752.7, 7K #% 4 fBh 8 mg & & A
SAMDC 5> FHME RN A

71201610890177.2, OsSAPK9 & [ 2 H 450 & F
TEREKBAM BRI RN A

712017101483633, 0sSGT1 E A K H B IH £
TR AT E TR AR B

71201610808958.2, OsSAPK7 5 F H A & A
IR B KRG AT UM R AR

CNA20173223.2, & 1995

THTERL 5

EE FRR SR fRR
X HRR BEE BARA
FRE BIHRA EXHE BIRA
M AIMRA BRIR ARA
Shahzad Amir Naveed
TEERAEFTERFR

=

EL:02

RE

F AR AXRY Faruquee #HFEF

X| B Z=@E Ganapati FT2£M EXREH
WEHE T 18 BKIR SRR R#t
BT FHEE O FER B N Bz

(renzmssFRe ED)




KBS Fik it B AR 5 Rz A 613 F A

RICE GRAIN DEVELOPMENT AND QUALITY IMPROVEMENT
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WHHESFMEZBROERAE, SANMERMN, FEREVYREIENE
FizHBE, BEEERMTENENDEEITERE, WREL. FL. X
MAF, AFRUETF MR, FIPRRESE. £B2. AREYFENEYLE
EFRITEMSR, XRINDFEIHE CLE25 @it 5— N 4E CLERK K4
M CLV2 X2 A EANESHERARNGESHS, RHEMHENLE,

CLE25 ZRkH 12 MEEBAMN . ERMOFRF, thI1LZIM CLE25 AT 64-
MAHARRRRI A B R TAR P FHRRTE (BA), ERORBRBHNEERE
B RL (B B), MPBABERMENTEINEREMRITREFEL (BC
D), # A CRISPR-Cas9 i AX CLE25 ZIKH X HMER TR, &
I CLE25 IRtk MAEM R E N MLIBE /S, #% CLE25 B A RE LM
EREYENER. EEMMESA KB4 REYEMERNRE, XEEY
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SHINEENTE, h 7T #H—F @k CLE25 ZRRHEMNESHSYIE, til@idxtiE
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=" E BR N#&|{E4 (Tong et al., 2014, Tong et al., 2016), Wit fFEEFL %m N
7 A Ovate R5E A OFP1 1 OFP3, E115 DLT 1 GSK2 948 & £, #F
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RA&I, OFP1 ZBRIESESEEFMNIEARERET, HEMEZSREBRIES,
““’%'5%7J<$ BR %} GA S EMH%SHHIEIER (Xiao et al., 2017), HBMNE,
% OFP3 5 OFP1 ERXRIEEIE, MAEAIER. OFP3 f£5 BRES%E SR
&Tiﬁ?ﬁﬁz/\éﬂﬁﬁf’ﬁ NXHH BRIES, E#MH BR &5, BR #I% OFP3
EXfEM, T GSK2 NAEHL OFP3FHEMNRE, M REBRSIES
OFP3 f&f#. 1ZMAMRIBTT OFP3 14 BRIESESEREFNAIARETFS
ETHEFEFZBMNEEER, xR OFP3 TREA—MEEESHREFL
BB, #miEEBR NERK, 87 AMIMKFEF BREFSIAEYF AR
(Xiao et al., 2020),
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SOYBEAN PHOTOBIOLOGY
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AREEHHBNEREBEY, AHBAASRTLESRR R AR, BRETH
RAE RIHASEEME MFE, BEX 279 MAE RFHTEERAXESD
# (GWAS), %I GmPRR3b £ R ( Glyma.12G073900 ) 5 K & FF # F1 B #4 i
BB, BEROTERKE, GmPRR3b A BARB AT EHEZE /D 8 Fhafs
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k7 CKRimhy CCT &M, MM E T ZEAMNT MR EMMEYEEM, F
H6 X FHERSEFZE H4 RUEL BENRLRT ., 2E8 H6 FERKEZKH
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RICE DISEASE RESISTANCE
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TEHENAREAER, RINTE Xa23, HZBFISHEEMNTIRERMNYIARE,
BT +9#%AEMN executor XFiREF; 4. T THRERETS Xa23 £EFR BN
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CROP QUANTITATIVE GENETICS
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