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FETAFRCHEMEFEN, RERSTETS. THEXRAR Y BIR,
Email: liwenxue@caas.cn Bi%: 010-82105799

ZET1: http://liwenxue.icscaas.com.cn
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Q Sun, XG Liu, J Yang, WW Li, QG Du, HQ
Wang, CX Fu, WX Li. MicroRNA528 affects
lodging resistance of maize by regulating
lignin biosynthesis under nitrogen-Luxury
conditions. Molecular Plant, 2018, 11:806-
814.

HQ Wang, K Wang, QG Du, YF Wang, ZY Fu, ZY
Guo, DM Kang, WX Li, JH Tan. Maize Urb2
protein is required for kernel development
and vegetative growth by affecting pre-
ribosomal RNA processing. New Phytologist,
2018, 218:1233-1246.

QG Dul, K Wangl, C Zoul, C Xu, WX Li. The
PILNCR1-miR399 regulatory module is
important for low phosphate tolerance in
maize. Plant Physiology, 2018 177:1743-1753.

R Bukowski, XS Guo, YL Lu, C Zou, B He, ZQ Rong,
B Wang, DW Xu, BC Yang, CX Xie, LJ Fan, SB
Gao, X Xu, GY Zhang, YR Li, YP Jiao, J Doebley,
J Ross-Ibarra, A Lorant, V Buffalo, CRE Buckler,
D Ware, JS Lai, Q Sun, YB Xu. Construction of
the third-generation Zea mays haplotype map.
GigaScience, 2018, 7:1-12.

C Xu, HW Zhang, JH Sun, ZF Guo, C Zou, WX Li, CX
Xie, CL Huang, RN Xu, H Liao, JX Wang, XJ Xu,
SH Wang, YB Xu. Genome-wide association
study dissects yield components associated
with low-phosphorus stress tolerance in
maize. Theoretical and Applied Genetics, 2018,
131:1699-1714.
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FREEEALIENRNAEREEF LB, REEAEESANEIRE—RIIIKE
G, WP FEEREEEERRERR, BERTER™. BRARANEAESE
KEREVEX, BREFHNS—EBSHEB. mR528 24T £ FIHEMT
HER MRNA, IRARBITSLBRPERFT miR528 sEBIIN BIMNE, EEE
U TEHAREA, MERELZGT NAREL, BERARBRBEINZECRENEAR
RESEAMSREBMFIEREARRZLEGEH. GASH&4%, SBEXHE
NBRRKRZEZE TR, BIBRNKRARGERENREN 5-RACE AL ZmMLAC3
M ZmLAC5 4 ZmmiR528 FELEEERE, RN ERTERE T ZmmiR528 £
EERAEERALAPRIE, SHERMELL, T/ miRNA target mimicry £ K 3%
B ZmmiR528 BB R EE EAXNENZFRNIMNARZZE2EELM, 52
R, ZmmiR528 T RIABERNEXZENFRAMARZLSENHE TR, &5
REMFTEZER, ZMLAC3 BREEHERFRZIFARZTSEMTH 1M,
RMHE ZmmiR528 AU EE E X —HMERE, BXAREETR, KREE
RER{Z X BES ZMPAL £ ZmmiR528 AR £ E E X FIARIE. BREHET,
ZmmiR528 B E E £ KF ZmPAL fFRIAER S TEH AR K ZmmiR528 1d 3k
REEEEX, W EHFRFE, mRNA528 2% B 1% ZmLAC3 1 ZmLACS
EEFMAREZSMIREXEE ZnPAL (IRiA, MIARETSEEHETEX
AR Y, AMRANEXER T EDSEMERN SAREAMIBENEY
SRz AFEENEANERIBRSEEE, TRE T 2 FIHEDRSEFM miR528 %
FARAFIBEERRZSHROEYFEIIEE ( Molecular Plant, 2018 ),
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MAIZE GENOME EDITING AND BREEDING-BY-DESIGN
EREERESHOIFIAFE

HHER, ARR, HLESH, 2004 HFERNZRARERELF AL, 2004 F
7 RESHEFER VB FREDRZMRA LE, BT 2005 FHEFRERNE
BRF (CIMMYT ) EHRiFE#E, 2017 FRFTEREZSERABRENS
FARAEREER,

MrHm: aSEYERRESA; EXPFRITEM, EXEMHER; £
E A K H A DNA S8 E R AFRAETH,

Email. xiechuanxiao@caas.cn B 1% 010-82107464

ZET1: http://xiechuanxiao.icscaas.com.cn
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FI F CRISPR/Cas9 £ F % A & & R % MATRILINEAL(MTL)/ZmPLAL £ &
BIF T BRI A E R ERES R, AN, WETHRERREAZEXAERN
RAFFRILLBIABANIEAIRCRKIAE (DFP), HBIRTENSRE
WEHARE T RENMIG AR R ERK R, #—5% DFP fricHMelfl a2
BRFESRERRES, BBH T ENTMUETXTAFEHIEZAE L EENEME
RFERIFS R, AMRACFNSMFSREE T REFRIAN DFP EEARIESE
TEARD, ZAMCT AR T40RE. AR FKEE 50 B R EEFR, RBIZIRC
th o] AR B FFRUEM 1T, S5 DH B ERZEESSHIE T, KAHIR
57 TSN, BET IHEE, e 7 TIERE., BB EIMIIER, 1Z
DFP tRCthy BN BT, INEESRZEFREARUEY, AXLRARUEMZRN
BEEEMEAEE T EERHAES, (Molecular Plant, 2018 ),
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L Dong, LN Li, CL Liu, CX Liu, SF Geng, XH Li,
CL Huang, L Mao, SJ Chen, CX Xie, (2018).
Genome Editing and Double-Fluorescence
Proteins Enable Robust Maternal Haploid
Induction and Identification in Maize.
Molecular Plant, 11(9), 1214-1217.

C Li, CLiu, X Qi, Y Wu, XH Fei, L Mao, BJ Cheng,
XH Li, and CX Xie. ( 2017 ) RNA-guided Cas9
as an in vivo desired-target mutator in maize.
Plant Biotechnology Journal, 15(12):1566-
1576.

L Dong, X Qi. JJ Zhu, CL Liu, X Zhang, BJ Cheng, L
Mao, Xie, C. (2019), Super-sweet and waxy:
meeting the diverse demands for specialty
maize by genome editing. Plant Biotechnol
Journal.

WW Liu, HH Tai,S Li, W Gao, M Zhao, CX Xie, WX
Li. (2014) bHLH122 is important for drought
and osmotic stress resistance in Arabidopsis
and in the repression of ABA catabolism. New
Phytologist, 201(4):1192-1204.
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SPECIALITY CROP BREEDING
FrefEaMelFtHRA

FHE, HRRE, MEESIH. 1998 FHRHPERVBZRAREREDMIEL W

AL,
MRTE: RESRE. R/ IAASRMNERNEREZ. FRENTREESH
AR,

Email; liguiying@caas.cn B 3% . 010-82108601
=TT http://liguiying.icscaas.com.cn
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Physiological, genetic and molecular basis . N o R - . N o
of drought resilience in sorghum [Sorghum BIHET 4 6, NBESRFNTEHT TERNEE, A5 EE/NEZRT (R)
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SOYBEAN MOLECULAR BREEDING
KESFEMEIFRHRFAE

NG, IRA, METESH, 2008 FRERR W AZEMREEHT W E LA,
2008 FEASTEHFERVRZREYMRIZM KA LE, HF, 2012 F8 A% 2013
F£5 AAEXENE & RKFEMIARFEE,

MRAE: KIMAMEE; KLEMEARSHEHR

Email: sunshi@caas.cn B 3E. 010-82108589

=TT http://sunshi.icscaas.com.cn
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AERNXAHHERNEREY, SHAXEREZEERNNBTITAEHMY BE
SENXBEATEERN., AHARAAREAN, —LBRALRM (NETREZ)
AKBEHTARE, 2EBLEREKAXGRNSAEFRTHIR, EUK
BEAHETHEAENGVRNGEE, BXFAENEYRNS FHER—EHRT 7 #&,
KIFRKI AT Flowering Locus T ( FT ) REERE GmFTla e ER KT FFIE
M, SHEERHER GMFT2a/GmMFT5a B EF %, HEETASHRES
[, ZERNEZUEHTREAREARGEAMXNT B, BETUHIMAREITA
R, ZHENEE T FT REERBEAZE KA BNRERIER ( Teeter board
model ) ( W TE ). XEHRABTHETERELWIBAEFX; E#REBEHET, E1
B FIESZE G, SEHHE GmFT2a 1 GmFT5a &Y #I %1 F & X GmFT1a 0
GMFT4 MR 1ERR 58S Te 2k, LAY, FF(E#HERE GmFT2a/GmFT5a FIFRiA
EL TSN, BETEMEEEEKNET; MEKBLXHT, ELERNE
RHWOESE, BE T HX GmFT2a/GmFT5a B9340 & 76 A & 3 GmFT1a/GmFT4 1Y
RMHER, MNIEEGRRFEEKNEFREKE . GmFT1a/GmFT4 1 GmFT2a/5a
FIEEMEIRBREAZNABE @ ( New Phytologist, 2018 ),
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FT XEERBERE AT E KL BHBERRIEE ( Teeter board model )
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Liu W, Jiang BJ, Ma LM, Zhang SW , Zhai H, Xu X,
Hou WS, Xia ZJ, Wu CX, Sun' S, Wu TT, Chen
L, Han TF. 2018. Functional diversification
of flowering locus T homologs in soybean:
GmFT1a and GmFT2a/5a have opposite roles
in controlling flowering and maturation. New
Phytologist , 2018, 217, 1335-1345.

Gao L, Sun S, Li K, Wang L, Hou WS, Wu CX, Zhi HJ,
Han TF.2018. Spatio-temporal characterisation
of changes in the resistance of widely grown
soybean cultivars to Soybean mosaic virus
across a century of breeding in China. Crop &
Pasture Science, 2018, 69, 395-405.

Song WW, Yang RP, Yang XS, Sun S, Mentreddy
SR, Jiang BJ, Wu TT, Tian SY, Enoch S, Wu CX,
Hou WS, Ren GX, Han TF. Spatial differences in
soybean bioactive components across China
and their influence by weather factors. The
Crop Journal , 2018 6, 659-668.

DM Khojelyab, SE Ibrahimba, E Sapeyac, TF
Han. Histroy, current status, and prospects
of soybean production and research in sub-
Saharan Africa. The Crop Journal , 2018 6,
226-235.

Cai YP, Chen L, Liu XJ, Chen G, Sun S, Wu CX,
Jiang BJ, Han TF, Hou WS. 2018. CRISPR/Cas9-
mediated targeted mutagenesis of GmFT2a
delays flowering time in soybean. Plant
Biotechnology Journal , 2018 16, 176-185.
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SOYBEAN GENETICS AND BREEDING
KESFLREMEIFAFE

#NER, iRA, BrESH, REEREEM TR EE. 2005 FHEFPER
WRFEYPUFENNFEDFZTVEFEL, ERERAZARSFOEE, FE
REEUVFEAMESESEENATEVZERSFEEZR, 2018 EAEFERWF
FRRBEAREANT

WRAR: BEATENRRERFARS FINCHBEMTE, ARXE AR
ZEEMWRNAFIRE, BTRRERESNS FEM. RAPTFEMSENE
TEEANTER, CIRIFFR, Faa~. R, WA EHAXZHAHM,
Email; sunjunming@caas.cn BiE: 010-82105805

FET1: http://sunjunming.icscaas.com.cn
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Pei R, Zhang J, Tian L, Zhang S, Han F, Yan S,
Wang L, Li B, Sun J. Identification of novel QTL
associated with soybean isoflavone content.
The Crop Journal, 2018, 6: 244-252.
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2018 F AL AMZEMERZUA RV RSER 2000 HiXIEH, UEES~K
SRR E 13 AEE, FREZEGHERBEEMERERSSE, XUTKE
PR IBFEMNEZRA. XA ‘ZEEEZALEHEBERBEEMNER” X5
FEANEMBRER 10 5w, TRAXAEBNG XN, FH478E 36.0cm, #kEE
13.4cm, EHEHRER 1.38 Tk, BEHRKNE 9134, BHEN 2159, BR™EAN
270.9 kg/ m, B2 90, TEE™H 2438 kg, 2018 FF9 A 21 H, H
FER I RZREDREFRAMBNTARBF LR EDLN “HEF 13 —ZFEK
FMPE” ALBEBMNTETRESVHEEFAEMBF. BERE~ VAR
ANBEREHE, RRAZAFTE 13 EWRITMEERE—ZH. RIRHIBE]
BEEMR, FPEARREEABICKAR. BIRKABRKRE, PETERES
HRETFRSGMNEREESW . MEFXRBEM. FFel. REFREZLY 300 &
ASIMTEW, SWEARBIR. RFARIREBRSEEMIRERHATT
ZREMTRA T, BEERVEAE FLLit, 2017 £ &5~ ERKXE &
T 13 ARA 471 |, Rt BRB 12, 85 K2 s
HIS M 27 AE, BEL4FEUHETB 400 ATHNEERESTLE, BRE
REFNERE L, AMRAMAZ RFERITHE EIR 500 TEELh, EEES
WX 5 F S,
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SOYBEAN CULTIVATION
KEHIECFARA

REH, MRA, BLESIH, 2009 FFRERFR IV XA EYREEMFETWEL,
ERAZ I HEAERRMURER,

WRAR: AEEKEE. FESRRERNEEESIT  KEEEE =B
BIFHERER AT E S EM.
Email; wucunxiang@caas.cn Bi%. 010-82105865

ZE 1. http://wucunxiang.icscaas.com.cn
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BEBMRK AT AZEART, SN ZREREHEEEEXBAEER, KTHE
MAYS; TRBE, WESKRE, FWATHE; KEHEABEARSE, 4%
B ; KWk ERAERFE A, HEERAZ = VAERERRT,
T ZEEXTRMBRVMUEH A, BHRT, cHERBEENEE
REASZEMYTE, SHMEEEEMNERSEMAL, BMHYIES IR
57 20.1% 1 19.4%; RIFNREE, TIEEETIRS 12.7%; BERT, £
BENNRETERTG, BENEEMTIIEER, XSHEXRS 13.2%, H
WMEER, BEAYIMBRIER 1.5 RN L; SIMAIE— R LMRER, %tk
FFU 3-5cm. T 5-8 cm, IRSEMAZE; BEREREEEEHAKREAR
BT 55N TIEET, ReAFAARBRESR, BT, #$MEESE
R BERIUR, BERGENERRENS, UHESEREARD, &
RAEFEH, BiEltawk. FUX%EE. SRBE. 848 BAEERAA, §7-10
RBE 1R, W 2-3R, REAERGEHSE, FXMIEHEESREEE, K
T, SN EEEERE T AREVERMNBERAERNIVIR, REEEE
REEEIR . AR BIALR 5 MR 07 8] BR AL AL (IR IR R R . 2018 FEXT R A%
REIER 1307 £ =EN=, STWEFR 4.1 hm?, 2754%] 4,338.6 kg hm?, iZHEA
TR LR MAOKRE, BRERESERAN, TAKRTEERER, BEEXE
FENE, SMARGEAEFFEE L,

ZEEADRHEFBEREEA
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Song W, Yang R, Yang X, Sun S, Mentreddy S, Jiang
B, Wu T, Tian S, Sapey E, Wu C, Hou W, Ren G,
Han T. Spatial differences in soybean bioactive
components across China and their influence
by weather factors. The Crop Journal, 2018,
6(6): 659-668.

Xu C, Zhao H, Zhang P, Wang Y, Huang S, Meng
Q, Wang P. Delaying wheat seeding time and
maize harvest improved water use efficiency
in a warm temperature continental monsoon
climate. Agronomy Journal, 2018, 110: 1420-
1429.

T4, VA, RER, RN, RIBE, HHKF,
FRE . ANEHIEFRFE MG Il AXT HFPE
BHEMO TR ERRBLE . (FYFIR,
2018, 44(10): 1458-1468.

Bn, B%E, BB, TRE, B &, THE,
HBRE, REE . FAREBEMAXNEZEE KR
SREMEFRITN . (EYZE |, 2018,
(4): 114-120.

BERL, BRE, REY. AEEEERER
HMBRBERMRERAMR  AZRF,
2018, 37(2): 197-201.
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RICE GRAIN DEVELOPMENT AND QUALITY IMPROVEMENT
KEMFARBSmERS R eIFRAZE

XER, HRF, HEESH. 1996 F3KEE John Innes Center/UEA E+Z41,
REFERVBRZREDRERRAAK, FEEDZSRESKEBEK, B
REAARITUERRFR, PENERAZRUBIEZFR, PERVRZERR
REARENTNEE,

WRAR: FTERREDEBERALEND FREMNAREESERS. MTF
ZRNARR - RILESSORAHIIE. KBHEILEN EFEM I 1L

Email; liuchunming@caas.cn Bi% . 010-82108563

FETT: http://liuchunming.icscaas.com.cn
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Liu JX Wu XB, Yao XF, Yu R, Larkin P, Liu CM. (2018).
Mutations in the DNA demethylase OsROS1
result in a thickened aleurone and improved
nutritional value in rice grains. Proceedings
of the National Academy of Sciences of the
United States of America, 115: 11327-11332.
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ANKH 70% BN B R BARARHEM BRI . X AR BRI BB EFE R RFL
IR AR. BAREEMIEIL, FTERD M ERAKMLEY, TINBEIRIHN
ENESEAR. #4%. BRAKNHETLR. REZFELXFREHER, B
UHEHERYRRREER, XAENHRETNESEYEEFERENFNED
B, XUARAREHEFU RN B RIRSREELTIEAIF. BRARCE
T—MERNRFIRIEER, HAHAX—ERFRTIE 3 TR FIRE T X%
KERR, BEEREANX—KREZHT— DNA XRENXEERE OsROSL B
MRREE4E, HEHEN—RKBEN—EMAEEMNE 4-10 B, hE. EXK.
ARESERAREMTYEES OsROSL EAFFIHAMNMRESHNEFE(LES, &
A LZBEERIRIE, AMREFENZREDHRMEE, B FIHIE
FTEREBT —MIMERENKERER ta2, FKBNELEE. HETZTES
AREFEFRHREAFEE T LERA. XRERLEXEZRNN—MITATEES
EFKBOFEEMSR. B, AREFEZRTAREFEEAERNE.
FERERY P ERE(E ROSI RRKFRIETENE, FEFRAARENE R R
B MR

I EINE R 1A thick aleurone 2-1
A I [ T B v MR 2 M EE %878 14 thick aleurone 2-1 (ta2-1); B,C.Evans Blue 44 , i3k /5 MIKYZ ; D. ft
TR0 PAS Yt AL R WIR ISR B RS, AU, MU, RO, RSO E R )R
FEGET, ST ZHLL 1-2 J2IMIR 2R, ta2-1 fIAY)2 2-12 2078 S5 FONERRY 7 K1 9 KLUS RIS Z, B
BTN )R
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CEREAL GRAIN QUALITY AND SAFETY
BMREZESNIEITLEIFAFA

ELE, BRA, HTESIH, 1995 FHREFRKEMARMAFERERFZIIRRR
FEL, RERVARNTAYRREERENRFOE S TEFRRARAATA
RUYRNBAY = RREBRZENETELEE (LX) TEFREARRTA, FE
RUVBZRAMRERE SRR ITHEEIFH BN E .

MR7IE: TREANERELY. SYPEDSEZENRE FEEM RN
TER . SYUIRESIEITIHR.
Email; wangbujun@caas.cn  EiF: 010-82105798
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AEERRAKE 7T ERRBED ™ BREBLZENRITERE~RRERE S
NS, ABRE/NEZ. £X. KB, DREF-XMEBAERS 700 &1, TR
HBRB. EYVSENESLE 2 ML MR TYR. TN 2EE. EAR%
4 TR FHEFRHE T TIHEREN, 3515 20696 N 4idE, LIRT 6 WEM ™~ SRS
TERMERMENAEMMER S, ¥REERIERTRENES, BITEMT
CERFRERTES TR ) RUARERITE. BEXRBEY™RREZTENEIT
B, REFRREZLSTTUENIRESETT TENTERARERESY ™R R
ERERUEEENEIEXIE,
INERANEREERNEFVEZEARNEZNS, 2018 FX#H 7 (2018 F£E
FEVNERERRRE D, WNEFHEMNRERTEELLE, XHhiNER
T RRRR. SREFM, 2018 F/hEZRERMK, EARSENTEHEE
Re, BHRERE TR, RRSALLTERE, REBER/NE™RIRE (GB/
T17892). BxR/NZRMEELRE. BNEFRXZAXERERTHE, £
2018 FE/INEIRA AT AT EEA 6%. 8.5%. 13%, RBLWBHH/NE R,
S5ZESHNERSMITVHRELRAEN ., BEERAHEELITHIEL 2018
EERTESMINRERS/NERFS 4, DR WLR 26, 5E 229, #rE
26. #Eff 5218, # % 60. F{L 578, FER 511, {HF 169, MEFHIYLE T
85 M b, RIS TFEE/NENBHER, BNGE—HERFTGRG/NEZLEITIR
B RNRRBHNEZRH, NENKE/NEZRME. RBMERNTIYN%RE.
B GBiffim MSGm MG [ GBH3#f O Hift
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XL Dong, XX Hu, LJ Sun, HJ Zhang, L Wu and BJ
Wang. Volatile compounds of wheat flour and
steamed bread as affected by wheat storage
time. SM Anal Bioanal Technique, 2018;
3(1):1015-1023.

WY Shi, YT Du, J Ma, DH Min, LG lin, J Chen,
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PRECISION CULTIVATION AND CROP MANAGEMENT
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