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@ 1H13H

EYMERF R AT NG NE TR S F B EIFHBAE
Molecular Plant & 3= 4 Wheat breeding history reveals
synergistic selection of pleiotropic genomic sites for plant
architecture and grain yield FFRIEX, ZHRANEE
FMRIB R RERBATR M T VIS TR ITE, #—F
T NERFEEANRMFERAROEENFA, 3
HENESFBMEFESEX

@ 1H14H

EYEERARERRERAS KA G H H B & Nature
Plants 7 % % % & 24 The gene TaWOX5 overcomes
genotype dependency in wheat genetic transformation
MR, ZHREET —MS5/NEEKFERXD
HE TaWoOx5s, #H Tawoxs ERE bk 7 /N Zi# &5
LA R F BRI M, R ERERMREE . S
Bl X THEM S S ENN, FRFZARERT
Z BN R

@ 1HA19H

A WEBRFE RN FARIH AR New Phytologist % =& 4
Matrilineal empowers wheat pollen with haploid induction
potency by triggering postmitosis reactive oxygen species
activity FSFIRIE X, IZMR BT 7B S E/ N EREER
DFIE, R mMTLIES~EBEEND FEMEZR
BS=REHRN AR A EH ERIEMEES]E DNA 157
5, HMITRESBEERFSHERFNECHRER, ZX
MEFTFINRRBFEEHRAEEHINLAE, BEFE
ERERFITERNE.
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INE B AR X K A I BATE Molecular Plant E7E
# % 3R T B4 Cloning and functional characterization of
Rht8, a “Green Revolution” replacement gene in wheat
MIARBX, ZHRENTE T/ NEEFH L ZF BN
EEZERA Rht8, FHERT HiBEKSHLE . XN
MRZER Rht8 B ERE RN A/NER SRR E T
RIREHBE, MEEHT RMSERNEFMBEFA,
AREEEMEN/NETSMEE T EEEIREM,
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KD FIRITROR S & A BT BA T ST A9 L /R R AGHRIX
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TN TR XIS B R EBRA" (EM L —DEzhh
EUKRERR AR IR MNE, A AR KRB S —
MR RERIES B iR, (ERIFTATKCERIRE L. &
PrACxIF#E, HERMREREERERARLLKE
W, ERESSIARDAZR FTERREFTASTERE
BT RREH
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INEREZRFIRR R LS LI A LIH HBAE New
Phytologist £ %& 3 7 & 4 Simultaneous editing of host
factor gene TaPDIL5-1 homoeoalleles confers wheat
yellow mosaic virus resistance in hexaploid wheat B9/ 33
BX, ZMRRETEMNEREAFESER, JUEN
BRI NEEEHEOEN, BIEStBRIERERE
AT FIRMURSHR, A EEDF PR IETRS
ERM LBV BRI T FERR,.
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BREMRATE. KEERINS MR HERAE Molecular
Plant E7E4 % &4 Integration of genomic selection
with doubled-haploid evaluation in hybrid breeding:
From GS 1.0 to GS 4.0 and beyond 9 = X &, %
RXESRWT TN EEHIERFBEASERALR
#(GS)MWEEE (DH) A, FelFgmthizd 7
GS 4.0 (S, ABEFVRE IR EEARET
R, BRREEMEMITINEZREAEGS 4.0 #
THRBCK, TERE “BRETEMEAKR”, A
FTarFpbE0 & LR HE .
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RKEBMEANC S #H &L E e #H HF B\ % Food
Chemistry £ 7f %4 & % 7 # 7 Profiling of naturally
occurring folates in a diverse soybean germplasm by
HPLC-MS/MS M R X, ZARECE T KEMER
HPLC-MS/MS RiE £ E R AR ER £, EXBTTHE
REMRMBROBESBRE. ARET, RKBEFER
MR EHAHBENEEEES TE XM,
ZERASHRATEMRHERIES.
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E > F BRI A BT EIBATE Plant Biotechnology
Journal b4 AR T Targeted generation of Null Mutants
in ZmGDIa confers resistance against maize rough dwarf
disease without agronomic penalty B9, IZTFRF)
M CRISPR/Cas & R R\ AT T IZIFE, KM%
B/ER ZmGDla 1 SHINEFREMNAIMEERESHE
KHgaw, BEAZMERKEESRZMRER, ZHR
AR REARETREGIMERTRMET 6,
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INERERFMRABLES CIFF B OIFHKE R
BEZRPARA, SENETHERZMTT @M “I5H%k
R MU FFERETERE, FELTETYVIBFUEN
EFENETERNARBFSRERA (TILLING RE
R iE % F R ) 7£ Plant Communications F7&E %4k R 7T 3
73 A reference-guided TILLING by amplicon-sequencing
platform supports forward and reverse genetics in barley
MR, ZARFEENELE ATRERZFRLIH.
WEE KB RIREE 1 ZHE,
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Plant height Ear height Leaf number

Line {em) {em)

Below ear Above ear

Kernel size (mm)
Length Width  Thickness

HKW (g)

WT (n=23) 22239%839°
E1(n=27) 223.67+8.08°
E2(n=19) 218.11%7.05°

117.09+6.56* 7.9+0.46* 54+0.50°
113.67+6.75° 82+0.46° 52+0.48°
116.79+5.22° 801040 52+0.42°
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RIEREAES KRB LD ANBXEERPE “EI5
HINERMES” BEART 500 AT, B/ hEETE
VxR BRKEL. HRERTZPICHFIERFER L
MERRIVEZRESSEIIEEKES K. (ERPTAKEE
REDFRFR=FTESHRENL. PERMEERK. 1t
RPERUMZRRIVERESSEEKIGERAMEL
MAIBEREIL S, PERMNRRERKIERRLE. $
ERBREHRERERKII AR, ERTRITKEES
MR EARSRFER. KLREHARE ﬁiﬂi
IR EF R SR ERENIE T EA,
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G HRE, (ERPNE B S R A QU FE
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H E IR I B

z*fe Avl %
HEZBARAAFEREANKNS 33K
WS ERRAL 0EFERIT NG
BREMED R AR F =0 REAN

2021 F MMM HRFE”
45 BB

R D ORI

@®3 H29H

ERRBATHAS, FPERBRAZREBKERR
SERTRXTEXERTEERAEIRAKAORE, X
EERTES. PERMEREANR. BBRKEXFH
SVGHEERHIE.

@ 3 ﬁ 31 E Breeding goal Genetic basis ki;ml nUCs Genetic basis known in !zpl crops
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fﬁl-fﬁ M é’ 'ﬂEE‘Z ]ﬁ E New Phytologist i Zx‘i ;E 7 EE High ANFs > Low ANFs H Lupih % }»:o?:m:hb;

Unpleasant taste ————» Pleasant taste soybean, tomato, V/ﬂ
apple

73 Beyond a reference genome: pangenomes and '
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for future food and nutrition security A%RR RIS, P oo o yoremgl] i
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IKFE F R R IR A 1R S 13 R BB I # H A% Journal
of Experimental Botany % 3 7 @4 Evidence for
evolution and selection of drought-resistant genes
based on high-throughput resequencing in weedy
rice WAIR®BX, ZARKI, RERSHERZE
BFHEERBAN, IR/ THAEBLRRTREENEYL
M, RIETHERPORERXER PAPHT FRIE
THIRE, "MEEENENRANARERXER/NE
MM AR TER I HE,
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NEERTRREST ACMBARFZHAARREHE
Z 5 R Z R A Science £ X FXT B A TaCol-B5
modifies spike architecture and enhances grain yield in
wheat A RIEX, ZMRBIEE N EETEERNE —
MRS NZNFEE N FHER TaCOL-BS, iZE F X/
ZINEH. PEHENEEKTESHREBAERARNIERE
M, HEEN™ 2R~ EFIEK 11.9%, ZERNE
M FRNT BNEFEMEREENERNGERER
BRAMNEX.
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KB FRMREFIRELES I B # HE A7 Plant
Communications - 7 4 & % 7 & & Genomic insights
on the contribution of introgressions from Xian/Indica
to the genetic improvement of Geng/Japonica rice
cultivars FSTAR IR X, ZMRRGHENT T REERE N
mIRREMNENARE R, EERAREET 7 HIFEMN
OB NIERR B RNTER, ARFKBERHEEMRE
BT FBE
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EEED 415" 2RERZEHEB 2R, BEHRA
RICSER T BB SR EES), WA ad—iEe
ExRZe£iER, BETRTIHESMTFEmRIEeE T
5, WFXEREERRERSEHHFNEATIBT TR
AN ZEIZHe REBRAT L EEIRNE, B FERK
M, SRERFAN, FERZERELE. ERBATKER,
REBICEHERNSIIT, RERIOTARTRRAE
Z 40 ZASMT EFN,

Hap5
SHapl

Bos9g0478300
SHap2
& Chr

(©) ) (D) &) (H)
0s09g0530300

A

0 C w .
& s E3
2 o ogei ; Z
_ b e
20w s !
2 2
0 S
0 @ R
769 =047 89 47
angmai18 - TaCo-B5OE49 E 4, P20 F oo P00
transgenic Yangmai18 i
b H . +
£ i
£ l
E
o L1

Gnd5

+519 | +556 [+795 [+813 [+873 [+1259
58 1
Hap1 | G (Aa) [ T(Sen) | C(asn) [ Clte) o) | cim)
Hap2 | 7(aa) [Gaa) [ Teasn) | Tae) [ A | Toe)
Hap3 | G (wa) [Gae) [ ciasn| cae) [Gam [ com




@4 H18H

KBAFRITBEASNACHBEAS EETBXFZE
£ 7 Genome Research L 7 % % 3 # 4 Long-read
sequencing of 111 rice genomes reveals significantly
larger pan-genomes WIS, ZHRET 11 %
MIKBRBEN_RM=ZREERENFEE, WETER
BKFEZERA, HABIREFFRIKFENERERAT
R, ANEHTRESEERNATRIERER, BER
WMRKES R REREER X,

@ 4H19H

ERFTAR BT NE “RIRTHR. TX “BRTE". K
= ERTET. B FRITEME 4 NI TR R
Ekﬁ&ﬁl 2022 FLTEiEH . PERMNEAZEEBK
FEEAR. TiE SMREELRINKEH, KIBEXESHE
XANEFERETFSMEW . SWHRERATEFTKXIFE
5, MWISHTL EREENTIR# T,

@4 A29H
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THRKBETEREZN 1P HME. 1PS KR INE 1PLHINER, BidEs: 4
FMERBMREEIESITEAI, SAKE 1P 2EXENEZHRSEME, B
SENETRKEMREERK. P, ANEFRSANIPS S NEKSFMHFK
ERE, BENNETREEREEM, SHMHEKREL, 1PS MINRMEMAERK
BRI BIFEE T 6.0 cm #12.3 cm, 2 FIFEIXT 6.0% F 14.9%, SA
1PL o] AR R B/ N E S . MMM EE. SEAMEKRAELL, 1PL M IR M
HERRERE . TR KEMM R EERMT 6.0cm. 22 cm 0.2 cm, S 5IBEET
7.5%. 13.0% F112.0%. RZMHREERA, SNKE 1PS W =2MHREERE
i, MSAKE 1PL LBESER—IGEY RE, SFEBNERTRNETRE, B
WKEAPS FEROTNEEFA, KE1PL FREERESE/NABRUERBREDR
®, AMRBEBEFEMKEFOKRERRER, SNKE 1P L EAEEIH HE
NEMREFE IR, ANZNEEKENRRERTHNERE,

Jimai 22 2559 1P+ 1PS+ 1PL+

B/ N AR B R AR BB T S I L E

A

BERE

Xiao Wang, Bohui Han, Yangyang Sun, Xilu Kang, Meng
Zhang, Haiming Han, Shenghui Zhou, Weihua Liu,
Yuging Lu, Xinming Yang, Xiuquan Li, Jinpeng Zhang,
Xu Liu, Lihui Li. Introgression of chromosome 1P from
Agropyron cristatum reduces leaf size and plant height
to improve the plant architecture of common wheat.
Theoretical and Applied Genetics, 2022,135:1951-
1963.

Yida Lin, Shenghui Zhou, Xuezhong Liang, Baojin Guo,
Bing Han, Haiming Han, Jingpeng Zhang, Yuging Lu,
Zhi Zhang, Xinming Yang, Xiuquan Li, Weihua Liu,
Lihui Li. Chromosomal mapping of a locus associated
with adultstage resistance to powdery mildew from
Agropyron cristatum chromosome 6PL in wheat.
Theoretical and Applied Genetics, 2022, 135:2861-
2873.

Haiming Han, Xinyuan Ma, Zhen Wang, Kai Qi, Wenjing
Yang, Weihua Liu, Jinpeng Zhang, Shenghui Zhou,
Yuqging Lu, Xinming Yang, Xiuquan Li, Lihui Li.
Chromosome 5P of Agropyron cristatum induces
chromosomal translocation by disturbing homologous
chromosome pairing in a common wheat background.
The Crop Journal,2022,11:228-237.

Yangyang Sun, Haiming Han, Xiao Wang, Bohui Han,
Shenghui Zhou, Meng Zhang, Weihui Liu, Xiugquan
Li, Xiaomin Guo, Yuqing Lu, Xinming Yang, Jinpeng
Zhang, Xu Liu, Lihui Li. Development and application
of universal NDFISH probes for detecting Pgenome
chromosomes based on Agropyron cristatum
transposable elements.Mol Breeding, 2022, 42: 48.

Shirui Xu, Xiajie Ji, Suli Sun, Haiming Han, Jinpeng Zhang,
Shenghui Zhou, Xinming Yang, Xiuquan Li, Lihui Li,
Weihua Liu. Production of new wheat-A. cristatum
translocation lines with modifed chromosome 2P
coding for powdery mildew and leaf rust resistance.
Mol Breeding, 2022, 42:14.

Xiajie Ji, Taiguo Liu, Shirui Xu, Zongyao Wang, Haiming
Han, Shenghui Zhou, Baojin Guo, Jinpeng Zhan,
Xinming Yang, Xiuquan Li, Lihui Li, and Weihua Liu.
Comparative Transcriptome Analysis Reveals the
Gene Expression and Regulatory Characteristics of
Broad-Spectrum Immunity to Leaf Rust in a Wheat—
Agropyron cristatum 2P Addition Line./nt. J. Mol. Sci.
2022, 23:7370.

RFHEEIRF=Y

71202010837276.0, —MEYEAEARHHLE
55

71201910355215.8, INELG R X ER/NEBE SR
REIEINRINRERIE B E A%

R AR 5

XEE HRR KERME FARR
MR BIFARR FHE SEAXRM
HEH BEWRA RBE BWRX
LR

BWEF

e

HEHE HEE MEZE T 9 E &
®HUE kFH BEW RFEE RAEE
FAFE %k B KHFE Kk B OE A
& K

(0 v % = = ED




{EADFP R E RO

BARLEY GENETIC RESOURCES

AEZEETR

BE, HRR, BTESH. 2014 FHREEEHAFF I Z0, FERVRE
PPtk FFEEA T RINIEE

MRTE: KEMRIREFSHA.

Email; yangping@caas.cn  HiF%; 010-82107467

=TT http://yangping.icscaas.com.cn

BEERE

Kan J, Cai Y, Cheng C, Jiang C, Jin Y, Yang P.
Simultaneous editing of host factor gene
TaPDIL5-1 homoeoalleles confers wheat
yellow mosaic virus resistance in hexaploid
wheat. New Phytologist, 2022, 234: 340-344.

Jiang C, Lei M, Guo Y, Gao G, Shi L, Jin Y, Cai y,
Himmelbach A, Zhou S, He Q, Yao X, Kan J,
Haberer G, Duan F, Li L, Liu J, Zhang J, Spannag!
M, Liu C, Stein N, Feng Z, Mascher M, Yang
P. A reference-guided TILLING by amplicon-
seq platform supports forward and reverse
genetics in barley. Plant Communications,
2022, 3: 100317.

Cheng C, Kan J, Li S, Jiang C, He X, Shen H, Xu R, Li B,
Feng Z, Yang P. Mutation of barley HvPDIL5-1
improves resistance to yellow mosaic virus
disease without growth or yield penalties.
Frontiers in Plant Science, 2022, 13: 1018379.

Jiang C, Lei M, Luan H, Pan Y, Zhang L, Zhou S,
Cai Y, Xu X, Shen H, Xu R, Feng Z, Zhang J,
Yang P. Genomic and pathogenic diversity of
barley yellow mosaic virus and barley mild
mosaic virus isolates in fields of China and
their compatibility with resistance genes
of cultivated barley. Plant Disease, 2022,
106:2201-2210.

Jin Y, Chen S, Xu X, Jiang C, He Z, Ji W, Yang P.
Host specificity of soil-borne pathogens in
Hordeum species and their relatives. Plant
Disease, 2022.

RFHEIZF=RL

71202210069710.4, —Fu\FE & MR
BelHIMFRC A Y

AR 5

BN BIMIRR HMET BEMRR

XiEHE KRID

MERE

SERX BT BEE RXE RHY

o2

@ 5 # = =)

=R IE

BEAZERUNBRERFMNEAT R, SERGERATUAEEL, EMHR
. BEBMAFERNARSTARFERER. BTRZ-—EFTF—IN
FLEHGCARRAAENNERERNLERATR, REERRZ/ EREUMTAR
S5MFERNEALTE, RERIAKEDEZE. ZHRASSREMAHE
MURZHTT @M “IRHRR" AXER, BIUFEEL (EMS)MET —ERETEE
RR, FRNEBSMNFREBARTER “BHRR" RERKTHNSRESER
RA, FHENELT —ELFSNNREAFTERARER, IETIZFRHEN
REFESTEIERENSNEERZFREH G, ETHERECSRARE,
EmMERTREBUBRAMERT REGHERS, HOMIFTRERZMR
BUF. MERRENINEAR.

4

vouuY

A. R RERE L L T Plant Communications & 3.
B-E. £ETRERERE, EEHRZHRLET BTFNFELT —ELFeANREFRFERARER



{EADFP R E RO

MINOR CROP GERMPLASM RESOURCES
INFAFIDMRER

MAINY, HRR, MLESIH, 2009 FHER W KZEYREEHFTVREL
47, 2015 EANEEHPERMDEEATIEEITRI, 2016-2017 F£EE IPK 15
B1%%E ., IEEDFHRIRHPOE T E.

MRITE: KE. HEZ. FE. A7, oR. TEMRIRNBERP. £EIF
mAeIHFF Ao

E-mail; guoganggang@caas.cn BiE: 010-62178203

F 11 http://guoganggang.icscaas.com.cn

=RIE
ANREDFMRAFEMM TESE, BOTHFESKFMRARSIH, RBAHE
R EES. EZXFRABLEEHERREZ. X, 57, 5R. FX. &

SRR 10079 4, FBENE 7314y, HAs|I#EINER 216 47, TH
1500 PMRMBRBLESRBGELTE, BENFEL. BMLVERNADE
HZFE7012 40K, UXERFLERFE. FHMRIHRRMES TIE #
RN SEIHF T E, FEaREEZHUMR, ERTRINREVREFEHRE
EVN, S MARRS MM~ L FHEROFREIH . £EH—RAFEE 5 39
B, MEME 234, WRAEZMR 24 4, ks, MIHRERTHR, &

BELHAF 2D

HEAWR BT RRIRRI

BEERIN

BERREAZTSMEERNEMA, TEE
R — %%

RFMERF

BF, HB 48, TLETH

BF, BB 49, TLEE

RFHERIT=HL

71202210765293.7 H B A EIT R E RikiEtE
SEFE HVGST R ERN A

REFMHEIREME

T/HBCIA 009-2022 Sl A T4 =R AMTE
HRAKR R

FRIN HARA 2 @ BEMRR
NEHF BMRA B F BEWRA

TEE PEMRA

e
#ER BRER

TEHERRE

ERE RO K B FEE OB
e W

BIEEH L

F B RRE 4@ D8R EUE
B W T

(0 5 % = 2@




{EADFP R E RO
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RICE MOLECULAR GENETICS
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RICE GRAIN DEVELOPMENT AND QUALITY IMPROVEMENT
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