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WHEAT GENE RESOURCES
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Wang ZW, Hao CY, Zhao J, Li C, Jiao CZ, Xi W,
... Zhang XY. Genomic footprints of wheat
evolution in China reflected by a Wheat660K
SNP array. The Crop Journal. 2021, 9 (1) : 29-
41.

Wang JY, Li L, Li CN, Yang X, Xue YH, Zhu Z, Mao
XG, Jing RL. A transposon in the vacuolar
sorting receptor gene TaVSR1-B promoter
region is associated with wheat root depth at
booting stage. Plant Biotechnology Journal.
2021, 19: 1456-1467.

Jia JZ, Xie YL, Cheng JF, Kong CZ, Wang MY, Gao LF,
et al. Homology-mediated inter-chromosome
interactions in hexaploid wheat lead to
specific subgenome territories following
polyploidization and introgression. Genome
Biology, 2021, 22(1):26.
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WHEAT PLANT ARCHITECTURE DISSECTION
INETRELEEIET

FhpnsgE, HRR, BEES,

2005 FHRPEMNFREESEEEYFHRNE
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2012 #FH#j[al F1EE Freiburg KFMIHRIFEMBENEFE, FER LR F b
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MRITE: NEEERZERREBRITSTEREIH.
Email; sunjiagiang@caas.cn B3E. 010-82107842
F 1 http://sunjiagiang.icscaas.com.cn

BEERE

Guanhua He, Yunwei Zhang, Pan Liu, Yexing
Jing, Lichao Zhang, Yingfang Zhu , Xiuying
Kong, Huixian Zhao, Yun Zhou and Jiagiang
Sun. (2021). The transcription factor TaLAX1
interacts with Q to antagonistically regulate
grain threshability and spike morphogenesis in
bread wheat. New Phytologist 230: 988-1002.

Baigiang Yan, Zongju Yang, Guanhua He, Yexing
Jing, Huixue Dong, Lan Ju, Yunwei Zhang,
Yingfang Zhu, Yun Zhou and Jiagiang Sun.
(2021). The blue light receptor CRY1 interacts
with GID1 and DELLA proteins to repress
gibberellin signaling and plant growth. Plant
Communications 2, 100245.
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WHEAT EPIGENOMICS AND GENETIC IMPROVEMENT
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BEAYFRERMETRUERAZNRAZIE, 2021 FREF ARSI 48
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Hao Tian, Yuru Li, Ce Wang, Xingwen Xu,
Yajie Zhang, Qudsia Zeb, Johan Zicola,
Yongfu Fu, Franziska Turck, Legong Li, Zefu
Lu, Liangyu Liu Photoperiod-responsive
changes in chromatin accessibility in phloem-
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#HtE
E
MRE

KEW FWH PR

(enzmssFR e @)




{E4DEE B AR B E fwiE i A S N A eUFTEIA

WHEAT MOLECULAR GENETICS
INERESFEW

OEE, B+, iRk, BLE£80. AEEVERSHS AR OERE, Rl
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Luo J, Li S, Xu J, Yan L, Ma Y, Xia L. Pyramiding
favorable alleles in an elite wheat variety in
one generation by CRISPR-Cas9-mediated
multiplex gene editing. Mol Plant. 2021 Jun
7,14(6):847-850.

Liu P, Zhang X, Zhang F, Xu M, Ye Z, Wang K, Liu
S, Han X, Cheng Y, Zhong K, Zhang T, Li L, Ma
Y, Chen M, Chen J, Yang J. A virus-derived
siRNA activates plant immunity by interfering
with ROS scavenging. Mol Plant. 2021 Jul
5;14(7):1088-1103.

Li J, Jiao G, Sun Y, Chen J, Zhong Y, Yan L, Jiang
D, Ma VY, Xia L. Modification of starch
composition, structure and properties
through editing of TaSBElla in both winter and
spring wheat varieties by CRISPR/Cas9. Plant
Biotechnol J. 2021 May;19(5):937-951.

Yu TF, Liu Y, Fu JD, Ma J, Fang ZW, Chen J, Zheng
L, Lu ZW, Zhou YB, Chen M, Xu ZS, Ma YZ.
The NF-Y-PYR module integrates the abscisic
acid signal pathway to regulate plant
stress tolerance. Plant Biotechnol J. 2021
Dec;19(12):2589-2605.

Bai X, Zhan G, Tian S, Peng H, Cui X, Islam
MA, Goher F, Ma Y, Kang Z, Xu ZS, Guo J.
Transcription factor BZR2 activates chitinase
Cht20.2 transcription to confer resistance to
wheat stripe rust. Plant Physiol. 2021 Dec
4;187(4):2749-2762.

Chen K, Su C, Tang W, Zhou Y, Xu Z, Chen J, Li
H, Chen M, Ma Y. Nuclear transport factor
GmNTF2B-1 enhances soybean drought
tolerance by interacting with oxidoreductase
GmMOXR17 to reduce reactive oxygen species
content. Plant J. 2021 Aug;107(3):740-759.
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GENE EDITING AND CREATION OF NOVEL GERMPLASM
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Luo JM, Li SY, Xu JJ, Yan L, Ma YZ, Xia LQ. (2021).
Pyramiding favorable alleles in an elite wheat
variety in one generation by CRISPR/Cas9-
mediated multiplex gene editing. Molecular
Plant, 14: 847-850.

Li JY, Jiao GA, Sun YW, Chen J, Zhong YX,
Yan L, Jiang D, Ma YZ and Xia LQ. (2021).
Modification of starch composition, structure
and properties in both winter and spring
wheat varieties through CRISPR/Cas9. Plant
Biotechnology Journal, 19 ; 937-951.

Zhang JH, Zhang HT, Li SY, Li JY, Yan L, Xia LQ.
(2021). Increasing yield potential through
manipulating of an ARE1 ortholog related to
nitrogen use efficiency in wheat by CRISPR/
Cas9. Journal of Integrative Plant Biology, 63:
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Xia LQ, Wang KJ, Zhu JK. (2021). The power and
versatility of genome editing tools in crop
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Li SY, Zhang C, Li JY, Yan L, Wang N, Xia LQ. (2021).
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improvement through genome editing and
advanced technologies. Plant Communication,
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MAIZE MOLECULAR GENETICS
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Quanquan Chen, Jie Zhang, Jie Wang, Yuxin Xie,
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Liu, Jianhua Wang, Guoying Wang, Riliang
Gu,Small kernel 501 (smk501) encodes the
RUBYylation activating enzyme E1 subunit ECR1
(E1 C-TERMINAL RELATED 1) and is essential
for multiple aspects of cellular events during
kernel development in maize, New Phytologist,
2021, 230(6):2337-2354.

Kaijian Fan, Zhenjing Ren, Xiaofeng Zhang, Yan
Liu, Junjie Fu, Chunlai Qi, Wurinile Tatar, Allan
G. Rasmusson, Guoying Wang, Yunjun Liu, The
pentatricopeptide repeat protein EMP603
is required for the splicing of mitochondrial
Nad1l intron 2 and seed development in
maize, Journal of Experimental Botany, 2021,
72:6933-6948.

Hongwei Zhang, Yantian Lu, Yuting Ma, Junjie Fu,
Guoying Wang, Genetic and molecular control
of grain yield in maize, Molecular Breeding,
2021, 41:18.
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SOYBEAN FLOWERING CONTROL
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